MeHiowmnHa 1 OBCAHWUKOB. Bcmpeyu 2r1adkux KUmoe 8 npubpexHbix akeamopusix ocmposea BpaHaens

aBryCTa W CEHTAOps. B cBA3m c 3TuM, B JampHeHIIeM
WHTEPECHO COIMOCTAaBUTh YAaCTOTYy BCTPEYaEMOCTH Ce-
ple KHUTOB C YHCJICHHOCTBK), aKTUBHOCTBIO U COCTOA-
HHEM Mop)ked B paiione o. Bpanrens. [lockosbky oba
BUA IMUTAKOTCA 6CHTOCOM, ux le/ICyTCTBI/Ie B peFI/lOHe
JIOJDKHO 3aBHCETh OT COCTOSHHS KOPMOBOHM 0a3pl —
OEHTOCHBIX COOOIIECTB.

gust and September. In this respect, it would be interest-
ing to compare the frequency of grey whale records with
the number, activity, and condition of walruses summer-
ing in the Wrangel Island region. Because both of these
species are bottom feeders, their presence in the area
should be related to the status of the benthic marine ani-
mal assemblages that constitute their food resources.
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B poccmiickux Bomax cepeie kuthl (ESchrichtius
I’ObUStUS) B MICPHOJ JICTHETO Haryjia i CE30HHBIX MUI'pa-
Ui BcTpevaroTcst BAoib OeperoB Uykorckoro, bepun-
roBa 1 OxoTckoro Mopei u Tuxoro okeana. B ceBepHBIX
paiionax (mobepexnre UykoTckoro moiyoctpoBa u Ko-
PAKIH) MPOBOJST JIETO ocobu YyKOTCKO-
Kann(pOPHUICKOIN TOMyJISHMY, 3UMYIOIIUE M pPa3MHO-
JKarouecs: y OeperoB amMepHKaHCKOro KOHTHHEHTa
(Scammon 1869, Tomunuu 1957). Boinee toxHbIe paiio-
HBI, B YaCTHOCTH CEBEPO-BOCTOYHOE nobdepexne o. Ca-
XallMH, SBISIOTCS HCTOPHYECKUM apeajoM OXOTCKO-
KOPEHUCKOW TOITYISAINH, MPAaKTHIECKH UCTPEOJICHHON K
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In Russian waters, gray whales (Eschrichtius robustus)
occur along the shores of the Chukchi, Bering and
Okhotsk seas and along the Pacific coast, during their
fattening period in summer and seasonal migrations. The
northern regions (the coast of Chukotka Peninsula and
Koryakia) are the summering area for the California-
Chukotka gray whale population (whose winter breeding
grounds are near the North American continent) (Scam-
mon 1869, Tomuun 1957). The regions that are some-
what south (the northeastern coast of Sakhalin Island, in
particular) are the historical range of the Okhotsk-

Korean population that had been almost exterminated by
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Havay 1970-x rr. (bep3un Ky3mun 1975). ITo3xe KUTHI
BHOBB CTaJIM PEryJIsIPHO BCTpedaThest OKouo 0. CaxaiuH,
OJHAaKO BOIIPOC O TOM, SABJIAKOTCA JIM OHU YHEJICBIIMMU
a60pl/IFeHHI)IMl/I OCO6HMI/I WJIN UX INOTOMKaMH HJIM MHU-
TpaHTaMU U3 aMEPHUKaHCKHUX BOJ, OCBanMBarOUIMMHU HO-
BBIC KOPMOBEIC pailOHBI, ocTaeTcs OTKPHITEIM (Bep3un
1995, llyashenko 2011).

R. LeDuc ¢ coaBropamu (2002) Ha OCHOBaHHHW aHAIH3a
y9acTKa KOHTPOJIEHOTO PETHOHA MHUTOXOHIPHATHHOM
JHK (MtIHK) mmuaoit 523 mH. B mpobax Oworcuu
KOXH TTOKAa3aJd, 9YTO MEKAY BEIOOpKaMHU KHTOB, BCTpE-
YEHHBIX Yy CEBEPO-BOCTOYHOr0 mobepexps 0. CaxanuH U
JKUBOTHBIX, 3aBEIOMO TPHHAUISKANINX K YyKOTCKO-
KaMn(pOPHUIICKOM MOMYJISLUKN, UMEIOTCS JOCTOBEPHBIC
pa3Iuyus B 4aCTOTE BCTPEYAEMOCTH TalljIOTUIIOB JaHHO-
ro ydactka. OgHako caM (akT HaIU4HMs y 0COOH TOTO
WJIM WHOTO TaIUIOTHIIA HE TIO3BOJISUI OJTHO3HAYHO CYIUTh
0 €€ MOMYJSIMOHHON NpuHaANIexKHOCTH. JlanbHeiliee
VBEJIMYCHUE BBHIOOPOK HE M3MEHIIO MPHUHITUITHATBHBIM
00pa3oM MOydeHHYIO paHee KapTHHY.

MBI TpOaHANM3UPOBAIH HYKJICOTHIHBIE ITOCIIEIO0Ba-
TENPHOCTH KaK aHAJIOTHYHOTO Y4YacTKa (KOHTPOJIBHBIA
peruoH — «dloopy», 555 m.H., ZONOTHEHHBIN MOCIEI0BA-
tenpHOCTRIO TeHa TPHK-mpommuaa — «tRNA-Proy», 65
ILH.), TaK u OeoK-Kogupyromux ydacTtkoB MTIHK:
reHbl uToXpoma 6 («cytb», 1137 1m.H.) u BTOpOii CyOB-
equnuipl HAJI®-gerunporenassr («ND2y», 1044 m.H.)
HccnenoBanu o0pasiibl KOXKH KUTOB, OOBITHIX B paMKax
abopureHHOro TpoMmebIcia y 6eperoB UykoTckoro m-oBa
(84 ocobu), a Takxke 0Opa3ibl, COOPAHHBIC METOJIOM
6uoricun y ocobeid, BctpeuenHsix B 2010-2011 rr. y
6eperoB Kopskckoro mobepexps, BOCTOUHOTO Imodepe-
*bsi Kamuatku u 0. Caxanun (16, 17 u 14 ocobeit coot-
BeTcTBeHHO). Ciy4an TOBTOPHOTO B3ATHS OHMOIICHU OT
OIHOW OCOOM ONpeNesUId aHaJIW30M ajuleled IISATH
MHKpPOCATEIUTUTHBIX JOKYcoB. 1loy1 )KMBOTHBIX ompese-
st Metogom  [IIP-auarHOCTHUKHU: AO0JISI CaMIlOB BO
BCEX Ciyyasx cocTaBuia 55-60%. JlocTOBEpHBIX OTIIH-
YUl B 4acTOTE€ BCTPEYAEMOCTH TaIIOTUIIOB y Pa3HBIX
MoJIOB HEe oTMeueHo. J[s 4 ocoOeid, BCTPEUYCHHBIX Y O.
CaxanuH, WICHTUQHUIUPOBATH MOCIIEAO0BATEIBLHOCTh
KOHTPOJILHOTO PETHOHA HE YaJI0oCh.

MemuanHas ceTp ramioTunoB (parmenta tRNA-
Pro+dloop, 620 m.H. (puc. 1) B meIOM COOTBETCTBYET
pe3yibTraram, npenctaBieHHBIM B pabore R. LeDuc c
coaBropamu (2002) — BapHaHTHI MOCIIEIOBATEIFHOCTEH
00pa3yroT TPH TPYTIIBI, OJJHA U3 KOTOPBIX NPEACTaBICHA
€IMHCTBEHHBIM TaruioTunoM «B», a e npyrue — 3Ha-
YUTENILHBIM YHCJIOM BapuaHTOB Kaxziasd. [locimemosa-
TENBHOCTH, OTMEYECHHBIE HAMH Yy KHTOB M3 paioHa O.
CaxanuH u/miu npeobnanatoniye y nodepexps Kamuar-
ki («A», «B» u «C»), mpuUCyTCTBYIOT BO BCEX Tpex

the early 1970s (Bepsun u Ky3smun 1975). Later on, gray
whales were again spotted on a regular basis near Sakha-
lin, but whether they are the indigenous individuals that
survived or their next generations, or whether they are
an American population that migrate into Russian waters
opening up new feeding areas is still an open question
(Bepzun 1995, llyashenko 2011).

R. LeDuc and co-authors (2002) collected biopsy skin
samples from the gray whales encountered in the coastal
waters off northeastern Sakhalin Island and the from the
gray whales indubitably belonging to the California-
Chukotka population. The analysis of a 523 base pair
fragment from the mtDNA control region in the biopsy
samples showed that there were statistically significant
differences in the frequency distributions of haplotypes
between the Sakhalin and the California-Chukotka popu-
lations. However, the mere presence of a certain haplo-
type does not permit unambiguous assignment of the
individual to any given population. Further increase in
the number of samples did not lead to any fundamental
changes in the picture that had been previously delineat-
ed.

We analyzed nucleotide sequences in an analogous
fragment (555 bp, control region (or D-loop), containing
the sequence of proline tRNA gene — “tRNA-Pro”, 65
bp), and in protein coding regions of the mtDNA: cyto-
chrome b (cyt b) genes (1137 bp) and the second subunit
of NADH dehydrogenase (ND2, 1044 bp). We exam-
ined skin samples from whales taken by aboriginal hunt-
ers in the coastal waters of the Chukotka Peninsula (84
individuals) and skin biopsy samples from whales en-
countered in 2010-2011 off the Koryak coast, east coast
of Kamchatka, and Sakhalin Island (16, 17, and 14 indi-
viduals, respectively). To exclude the repeated sampling
of one individual, we analysed alleles at five microsatel-
lite loci. We used PCR-diagnostics for sex determina-
tion: the proportion of males was 55-60% in all cases.
There were no statistically significant differences in the
frequency distributions of haplotypes between sexes. It
was not possible to identify control region sequences for
four whales encountered off Sakhalin Island.

In general, the median joining haplotype network for
tRNA-Pro+dloop, 620 bp (Fig. 1) correlated with the
findings presented in the research paper by R. LeDuc
and co-authors (2002) — sequence variants are divided
into three groups, one of them is represented only by the
haplotype B, and each of two other groups are represent-
ed by a considerable number of variants. The sequences
found by us in the whales encountered off Sakhalin Is-
land and/or the whales that prevailed off the Kamchat-
ka’s coast (A, B, and C) were present in all three groups.
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Puc. 1. MeananHas ceTh TaljIOTHIIOB
tRNA-Pro+dloop (620 .H.). OGo3Haue-
Hus ramotunos no LeDuc et al., 2002
(cooTBeTCTBHE 1O Y4acTKy 523 1m.H.).
«AO», «AP», «<AR», «AS», «AT»,
«AU», «AV», «AX)» — BapuaHThI, HE
MpeICTaBIICHHBIC B YKa3aHHOH padorTe.
MuHHMaTBHOE PACCTOSIHUE MEKITY
JIBYMSI COCEJTHUMU KPY>KKaMH COOTBET-
CTBYET OJIHOW HYKJICOTHIHOU 3aMEHE.
«W’» («W-mTpux») oTam4yaercs OT Ba-
puanTa «W» 3aMeHO#t B IOcIe10Ba-
tenbHOCTH tRNA-Pro. Namumotumer «By»
u «E» otnudatores 1mo 15 mo3uiusimM.
3HakoM ‘*” OTMEUYEeHBI FaIUIOTHIIEI,
BCTpEeUeHHBIE y KUTOB y 0. CaxanuH
u/unu npeobdnanaromtue (6omee 20%) B
BBIOOpKE, COOPaHHOM y MOOEPEKbsI
Kamuatku.

Fig. 1. Median-Joining Network of tRNA-
Pro+dloop (620 bp) haplotypes named
accordingly to 523 bp fragment in
LeDuc et al., 2002. “AO”, “AP”, “AR”,
“AS”, “AT”, “AU”, “AV”, “AX - vari-
ants not presented in the cited article.
Minimal distance between two nearest
circles corresponds to one nucleotide
substitution. W’ (“W-dash”) differs
from “W” by substitution in tRNA-Pro
sequence. Haplotypes “B” and “E” dif-
fer by 15 sequence positions. Haplo-
types found in whales near Sakhalin Isl.
and/or predominate (>20%) in sample
collected near Kamchatka coast are
marked by “*”.

MenuanHas  ceTb  IByX  OOBEJUHEHHBIX  OEJIOK-
KOJIUPYIOUINX YYaCTKOB (PHC. 2) TEMOHCTPUPYET HAINYNE
B BBIOOpPKE TONBKO ABYX BBIPAKCHHBIX TPYII, OJHA M3
KOTOPBIX oO0beanHseT 14 m3 15 OTMEUCHHBIX BapHAaHTOB,
JVCTaHIMPOBAaHHBIX APYT OT apyra B cpexHeM Ha 0,14%
(3 myTaroHHBIX coOBITHS). BTOpas rpymnma npezacrasie-
Ha CJIWMHCTBCHHBIM BapUaHTOM, OTJIWYAOIIUMCA OT
octanbHbIX B cpeaHeM Ha 0,63% U COOTBETCTBYIOIIMM
0CO05IM C rarIoTHIIOM KOHTPOJIBHOTO peruoHa «By.

3 TMOJYUYCHHBIX JaHHBIX CJICAYCT, YTO HpOBO[lMMblﬁ 0
HaCTOAIIETO0 BPEMCHU aHaJIM3 TOJIBKO Y4aCTKa KOHTPOJIb-
HOT0O pPEruoHa HCEAOCTATOYCH MJIsI OLCHKU HPOCTpaH-
CTBCHHOI'O pacrnpeaciCHU MUTOXOHAPHUAJIbHBIX JIMHUH.
OI[HI/I U TC K€ TallJIOTUIIBI 3TOr0 y4acCcTKa, B YaCTHOCTHU

The median joining haplotype network for two joined
protein coding regions (Fig. 2) showed the division of
samples only into two distinct groups. One of them
included 14 out of 15 recorded variants that were sepa-
rated from one another by an average distance of
0.14% (3 mutations). The second group was represent-
ed by a single variant that differed from the others by
an average of 0.63% and corresponded to the individu-
als with control region B haplotype.

Drawing the conclusion from the data obtained, we
want to say that it is not sufficient to analyse the con-
trol region only (as is currently the case) in order to
assess the spatial distribution of mitochondrial lines.
The same haplotypes of this fragment (for example the
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JOMUHHUPYIOIINE KaK y KHTOB B HMCTOPHYECKOM apeaie
OXOTCKO-KOPEHCKOW MOIMyJISAIUHA, TaK M B 0OOOMIEHHBIX
BBIOOpKaxX («A», «C», «D»), MOTYT B AE€HCTBUTEIHHOCTH
le/IHaﬂﬂe)KaT]) K pa3ny1qu1M BapI/IaHTaM MI/ITOXOHIlpI/l-
aJILHOrO T€HOMA.

B TO ke Bpems MOJydYeHHbIE JaHHbIE HE J00aBJISIOT
OTPEJIEICHHOCTH B OIEHKE MPHUHAICKHOCTH OCO0eH,
BCTpedaeMbIx HbiHe y 0. CaxanuH u nobepexbs Kamuarku
K OJIHOM WM pasHBIM MOMYJIAIKAM. B Haimem ciydae Ku-
ThI, BCTpeueHHble y OeperoB CaxanuHa W oOajaroriue
rarwioTUIaMHd KOHTPOJBHOTO peruoHa «A» u «Cy», mpu-
HAIUTIESKAT K TEM K€ MHUTOXOHAPHAIBHBIM JIMHHIM, 9TO U
KHTBI, TOMUHHPYIOIIHE B COCTaBE BBIOOPKH U3 OKPECTHO-
cteit Yykorckoro m-osa (Tabi.).

haplotypes that are dominant in whales both from the
historical range of the Okhotsk-Korean population and
in generalized samplings — A, C, D) in reality can be-
long to different mitochondrial DNA variants.

At the same time, the findings did not add clarity to the
issue whether the whales currently encountered off
Sakhalin Island and off the Kamchatka’s coast belong
to one or different populations. In our case, the whales
en countered off Sakhalin’s shores and having control
region A and C haplotypes belong to the same mito-
chondrial lines as the whales whose samples represent-
ed the largest proportion among the whales encoun-
tered in the seas adjacent to the Chukotka Peninsula
(Table).

Puc. 2. MennanHas ceTh TalIOTUIIOB
ND2+cytb (2181 m.H., 0603HaYEHBI
nudpaMu uepes apoods). duameTp
KpY’KKa IPOMOPIIHOHAIECH BCTPE-
YaeMOCTH T'aIUIOTHIIA B OOILIEH BLI-
Oopke. MUH. pacCTOSHUE MEXKTY
JIBYMsI COCEJTHUMU KPYKKaMH CO-
OTBETCTBYET OJTHOM HYKJIEOTUAHON
3aMmeHe. ["amorun «2/2» orin4a-
eTcst OT «5/6» 12-10 3aMeHaMU.
BykBamu 0603Ha4Y€HBI TaIUIOTHITEI
tRNA-Pro+dloop (puc.1), BcTpe-
YEHHBIE B OJHOM MT-TE€HOME C CO-
OTBETCTBYIOIIMM BapHaHTOM I10-
cnenoBarenbHOoCcTH ND2+Cytb.
3nak ‘“*” (31ech 11 00bEAUHEH-
HEIX IOCJIEA0BATENLHOCTER BCEX
Tpex y4dacTkoB, 2802 nH) — Bapu-
aHTBI, BCTPEUYCHHBIC y 0. CaxanuH
n/uimm npeoOafaromye y 6epero
Kamuatku (puc. 1). 3Hak «*?» co-
OTBETCTBYET CIIyJasiM HCHICHTH-
(UIIPOBAHHBIX TTOCIIEIOBATEIH-
Hocreit ygactka tRNA-Pro+dloop
y 4 oco0eil U3 OKPECTHOCTEH 0.
CaxamuH.

Fig. 2. Median-Joining Network of ND2+cyth (2181 bp) haplotypes, named by broken numbers. The circle diameter
corresponds to number of haplotypes in a total sample. Minimal distance between two nearest circles corresponds
to one nucleotide substitution. Haplotype “2/2” differs from “5/6” by 12 substitutions. tRNA-Pro+dloop haplo-
types found in one mt-genome with the corresponding ND2+cytb sequence in are named by letters (see fig. 1).
Variants (here — for combined sequences of all the three fragments, 2802 bp) found in whales near Sakhalin Isl.
and/or predominate near Kamchatka coast (see fig. 1) are marked by “*”. Unidentified sequences of tRNA-
Pro+dloop fragment in four whales from Sakhalin Isl. are marked by “*?”.

WHpnmkaTopoM NpUHAIIISKHOCTH K MHOM (MCTUHHO OXOTCKO-
KOPEWCKOM) MOMyJSIIHA MOT OBl OBITh TaIIOTHI, COOTBET-
CTBYIOLIMI BapHaHTy KOHTPOJIBHOTO permoHa «By» (2/2 B),
JOMUHHpYOIUi y kuToB B Bojax CaxanuHa U Kamuatku u
PEeIKO BCTpEUArOIIUICS K ceBepy OT 3THUX paiioHoB (Tabi.).

A haplotype corresponding to the control region B
variant (2/2_B) that is dominant in the whales en-
countered in the waters near Sakhalin and Kam-
chatka and rare north of these areas (Table) could
be an indicator of belonging to a different (truly
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OmHAaKo M ATOT BapUaHT MOXKET OBITh TIOABEPKEH COMHEHHIO.
JMcTaHIIMPOBAHHOCTh JAHHOW MHUTOXOHAPUAIBHON JIMHUU
yKa3blBaeT Ha ee JpeBHee, M0 CaMbIM CKPOMHBIM OIIEHKaM
JIOTOJIOIIEHOBOE, MPOUCXOXKAECHHE — T.€. BO BpEeMeHa, Npes-
[IECTBOBABIIIKE PA3JIEJICHNI0 TUXOOKEAHCKHUX CEPhIX KUTOB Ha
aMEpUKAHCKYI0 U a3uaTcKyo nomyssinuu. JanbHeimue pas-
JIUYMSI B 4aCTOTE BCTPEUAEMOCTHU ITOU JIMHUM IO Pa3HbIE CTO-
POHBI OKeaHa MOTJIM OMPEIENAThCS CIyYalHbBIMU MPUUYUHAMU
(renetnueckwmii npeiid). YCTaHOBUTE 3TH Pa3IU4Us YKe BPSL
U KOTAa-TH0O0 YAAcTCs: O0paslOB OT KUTOB, JNOOBITHIX B
TIPOIIIOM BEKe, HE COXPaHHUIOCh, a OOHapyKeHHe (OCCHIIb-
HOTO MaTepuaja B HEOOXOIUMOM KOJIHYECTBE MPEACTaBISIET-
CSl MaJIOBEPOSTHBIM.

Okhotsk-Korean) population. However, this is also
open to question. Remoteness of this mitochondrial
line indicates its ancient origin — pre-Holocene, at
the least estimate — i.e. the time period that preced-
ed the separation of the Pacific gray whales into the
American and Asian populations. Further differ-
ences in the frequency of occurrence of this line on
both sides of ocean could have been due to chance
causes (genetic drift). It is unlikely that these dif-
ferences will ever be established: there are no sam-
ples from the whales harvested in the past century,
and finding the adequate quantities of fossil mate-

rial is hardly possible.

Ta6u. lamtorunuyeckuit (ND2+cytbh + tRNA-Pro+dloop, 2802 m.H.) cocTaB BEIGOPOK CEPOTO KUTA M3 YETHIPEX Pe-
THOHOB. N — 4ucIio ocobeit, H — HHIeKC ralioTHIIYecKOro pa3Hooopasust, h — o0liiee YKCIIo TalIOTHIIOB,
2/2_B,5/6_A, 7/6_C, 1/6_C, 8/6_C, 7/6_A — nonst ocobeii ¢ TaHHBIM TalLIOTHIIOM B BEIOOPKE.

Table. Haplotypic (ND2+cytb + tRNA-Pro+dloop, 2802 n.1.) composition of grawhale samples in four regions. n —
sample size, H — haplotypic diversity, h — number of haplotypes, 2/2_B, 5/6 A, 7/6_C, 1/6 _C, 8/6_C, 7/6_A -

fraction of this haplotype in a sample.

Peruon / Region n H h 22 B |56 A |76 C |7/6 A |1/6 Cand8/6 C
Yyxkotka / Chukotka 84 | 0,971 41 2,4% 10,7% | 3,6% 2,4% 4,8%

Kopsikus / Koryak coast 16 | 0,950 11 0 0 6,3% 0 6,3%
Kamuarka / Kamchatka 17 | 0,875 9 29,4% | 23,5% | 5,9% 0 0

0. Caxammu / Sakhalin Isl. | 10 | 0,511 3 70,0% | 20,0% | 10,0% |0 0

Kpowme Toro, cyas mo coBmajieHH0 KopoTkux, okono 300
I.H., Y9acTKOB KOHTposibHOro pernona (Goerlitz et al.
2003 — GenBank AY514484, AY514457), He UCKITIOYEHO
HPHCYTCTBHE 0COOCH JIMHNY € TaluIoTHIIOM «B» He TOJIbKO
B Boj1ax YyKOTCKOTO MOJyOCTPOBa, HO M HENOCPEICTBEH-
HO B MECTaX pa3MHOXEHHS CEpBIX KHTOB YYKOTCKO-
kanugopHuiickoit nonynsauuu (narynsl KanudopHauiicko-
ro m-osa). HakoHer], JaHHBIE CIyTHHUKOBOH TEIEMETPHH
MOKa3aiu, 4To 10 KpalHed Mepe 4acTh KMTOB, BCTpedae-
MBIX y mobOepexbst o. CaxanuH, 3umyer B Kamndopuun
(Rozhnov et al. 2011). Takum obpa3om, onpezeneHue co-
OTHOIIEHHS a0OPUTEHHBIX 0CO0EH M MUTPAHTOB B MCTOPH-
YECKOM apeajie 0XOTCKO-KOPEHCKOW MOMYISALUH METoJia-
MH TeHETHYECKOT0 aHaJIM3a He JITaeT OCHOBAHMH /IS OJTHO-
3HAYHOTI'O 3aKJIIOYECHHS U HE MOXKET OBITH ONpPEACIISIONINM
IPH PELICHUH BOIPOCa.

ABTOpHI BEIpakaroT Omaromapaocts A.M. Bypaury u B.B.
BeprsiHKHMHY 3a psill IPEJOCTABICHHBIX Ul aHAN3a Ipo0
6uoricun. PaboTta BhInosHeHa pU (GUHAHCOBOM MOIJIEPK-
ke Pycckoro reorpaduueckoro ooiecTa, cOop 00pasion
— TaKke Npu nopjepxke HarnuoHanbHOH CiryObl MOp-
ckoro peioosioBctBa CIA wm rpanta MexayHapomHO#H
KUTOOOMHOW KOMHUCCHH.

Besides, as judged by the overlap of the short frag-
ments (about 300 bp) of control region (Goerlitz et al.
2003 — GenBank AY514484, AY514457), it is not
excluded that haplotype B individuals are present not
only in the waters off the Chukotka Peninsula, but also
directly in breeding areas of the California-Chukotka
gray whale population (lagoons of the California Pen-
insula). Finally, satellite telemetry data showed that at
least some of the whales encountered off the Sakha-
lin’s coast spend winter in California (Rozhnov et al.
2011). Thus, use of genetic analysis to determine the
correlation between the indigenous whales and mi-
grant whales that are present in the historical range of
the Okhotsk-Korean population does not permit to
draw an unambiguous conclusion and cannot be a de-
terminant factor in solving this problem.
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Benyxa (Delphinapterus leucas) B mopsix [lanbHero BocToka: cocTtaB
n pacnpegeneHne MUTOXoHAPUaNbHbIX NMUHWA

1. UacTutyT npobaem sxonoruu 1 sBoonun uM. A.H. CeseprioBa PAH, Mocksa, Poccus

2. Yykorckuit pmiman THXOOKEaHCKOTO HayYHO-HUCCIIEJ0BATEIBCKOTO PHIOOX035HICTBEHHOIO IIEHTPa, AHAABIPh,
Poccus

3. MockoBckuii rocyqapcTBeHHbIH yHuBepcuTeT nmend M.B. JlomoHocoBa, Mocksa, Poccust

4. Poccuiickuii rocynapctBeHHbli arpapabiid yHuBepcuteT MCXA nvenu K.A. Tumupssesa, Mocksa, Poccus
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MarepuaioM JjIsi TEHETHIECKOTO HCClenoBanus Hacene- | T0 conduct a genetic research of beluga whale popula-
Hus Gemyx poccuiickoro Jlamsaero Bocroka mocmy»xummu | tion inhabiting Russian Far East, we took skin remote
o0pasisl KOKH, coOpaHHBIe MeTofoM Guorcun, y mept- | biopsy samples as well samples taken from dead ani-
BBIX JKMBOTHBIX WJIM TPH JXMBOOTIOBax s Haywno- | mals and from live animals during capture for educa-
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